<110> Buck, Linda \ 
Axel, Richard\ 

<120> ODORANT RECEPTORS AND USES THEREOF 

<130> 0 57 5/38 5 8 6-B/JPW/ADM 

<150> US 08/129, 079 \ 
<151> 1993-10-05 \ 

<160> 80 \ 

<170> Patentln version i . 0 

<210> 1 \ 

<211> 954 \ 

<212> DNA \ 

<213> Rattus sp. F12 \ 

<400> 1 \ 

atggaatcag ggaacagcac aagaagfettt tcaagttttt ttcttcttgg atttacagaa 60 

aacccacaac ttcacttcct catttttVjca ctattcctgt ccatgtacct ggtaacagtg 120 

cttgggaacc tgcttatcat tatggccaVtc atcacacagt ctcatttgca tacacccatg 180 

tactttttcc ttgctaacct at cctttgtYj gacatctgtt tcacctccac caccatccca 240 



aagatgttgg 


taaatatata 


cacccagagd 


aagagcat ca 


cctatgaaga 


ctgtattagc 


300 


cagatgt gt g 


tcttcttggt 


tttcgcagaa 


Vbtgggcaact 


t t ct cctggc 


tgtgatggcc 


360 


tat gaccgat 


atgtggctaa 


ctgtcaccca 


atgtgttaca 


cagt cattgt 


gaaccaccgg 


420 


ctctgtatcc 


tgctgcttct 


gctgtcct gg 


gntatcagca 


tttt ccatgc 


cttcatacag 


480 


agcttaattg 


tgct acagtt 


gaccttctgt 


gga\gatgtga 


aaat ccctca 


cttcttctgt 


540 


gaactt aatc 


agctgtccca 


actcacctgt 


tcaqacaact 


tt ccaagtca 


cctcataatg 


600 


aat cttgtac 


ctgttatgtt 


ggcagccatt 


tccticagtg 


gcat ccttta 


ctcttatttc 


660 


aagatagtat 


cctccataca 


ttctatctcc 


acagttcagg 


ggaagt acaa 


ggcattttct 


720 


act tgtgcct 


ct caccttt c 


cattgtctcc 


ttattttata 


gtacaggcct 


cggagtgtac 


780 


gtcagtt ctg 


ctgtggtcca 


aagct cacat 


tctgct^aa 


gtgcttcggt 


catgtatact 


840 


gtggt caccc 


ccatgctgaa 


ccccttcatt 


tatagt cAaa 


ggaataaaga 


tgtgaagaga 


900 


gctctggaaa 


gactgttaga 


aggaaactgt 


aaagtgcatc 


attggactgg 


atga 


954 



<210> 2 

<211> 1002 

<212> DNA 

<213> Rattus sp. F3 

1 



<400> 2 
atggact caa 


gcaacaggac 


aagagttt ca 


gaatttctt c 


ttcttggatt 


tgtagaaaac 


60 


aaagacctac 


aaccccttat 


ttatggt ctt 


ttt ctctcta 


tgt acctggt 


tactgt catt 


120 


ggaaacatat 


ccattattgt 


ggctatcatt 


tcagatccct 


gtctgcacac 


ccccatgtat 


180 


ttcttcctct 


ctaacctgtc 


ctttgtggac 


atctgt tt ca 


ttt caaccac 


tgttccaaag 


240 


atgtt agt ga 


acatccagac 


ccaaaacaat 


gtcat cacct 


at gcaggatg 


cattacccag 


300 


atatactttt 


tcttgctctt 


tgtagaattg 


gacaacttct 


tgctgactat 


catggcct at 


360 


gaccgt t acg 


tagccat ctg 


t caccccat g 


cact acacag 


ttatcatgaa 


ctacaagctc 


420 


t gt ggatt tc 


tggttctggt 


atcttggatt 


gt aagt gttc 


tgcatgcctt 


gtttcaaagc 


480 


ttgatgatgt 


tggcgctgcc 


ctt ctgcaca 


catctggaaa 


t cccacacta 


ctt ct gt gaa 


540 


cct aatcagg 


tgatt caact 


cacctgt tct 


gatgcatttc 


ttaatgatct 


tgtgatatat 


600 


tttacactt g 


tgctgctggc 


tactgtt cct 


ct tgctggca 


tcttctattc 


ttact tcaag 


660 


atagtgt cct 


ccatatgtgc 


tatatcgtca 


gttcatggga 


agtacaaagc 


attctccacc 


720 


tgt gcatctc 


acctttcagt 


cgtgtct tta 


tttt actgca 


caggactagg 


agtgtacctc 


780 


agt t ctgctg 


caaacaacag 


ctcacaggca 


agtgccacag 


cct cagtcat 


gtacactgta 


840 


gttaccccta 


tggtgaaccc 


ttttatctat 


agtctt agga 


ataaagatgt 


taagagtgtt 


900 


ctgaaaaaaa 


ctctttgtga 


ggaagtt ata 


aggagt ccac 


ctt ccctact 


tcatttcttc 


960 


ctagtgttat 


gtcat ctccc 


ttgttttatt 


ttttgttatt 


aa 




1002 


<210> 3 

<211> 942 

<212> DNA 

<213> Rattus sp. F5 












<400> 3 
atgagcagca 


ccaaccagtc 


cagtgtcacc 


gagttcct cc 


t cctgggact 


ctccaggcag 


60 


ccccagcagc 


agcagct cct 


cttcctgctc 


ttcctcatca 


tgtacctggc 


cactgtcctg 


120 


ggaaacctgc 


tcatcatcct 


ggctattggc 


acagactccc 


gcctgcacac 


ccccatgtac 


180 


t t ctt cctca 


gtaacctgt c 


ctttgtggat 


gtctgctt ct 


cctctaccac 


tgtccctaaa 


240 


gttctggcca 


accatat act 


tgggagtcag 


gccattt cct 


tctctgggtg 


tctcacccag 


300 


ctgtattttc 


tcgctgtgtt 


tggtaacatg 


gacaatttcc 


tgctggctgt 


gatgt cctat 


360 


gaccgatttg 


tggccatatg 


ccacccttta 


cactacacaa 


caaagatgac 


ccgtcagctc 


420 


tgtgtcctgc 


ttgttgtggg 


gt catgggtt 


gtagccaaca 


tgaattgt ct 


gttgcacata 


480 



2 



ctgct catgg 


ctcgact ct c 


cttctgtgca 


gacaacatga 


tcccccactt 


cttctgtgat 


540 


ggaact cccc 


tcctgaaact 


ctcctgct ca 


gacacacat c 


tcaatgagct 


gatgattctt 


600 


acagagggag 


ctgtggtcat 


ggtcacccca 


t ttgtctgca 


tcct catctc 


ct acatccac 


660 


at cacctgt g 


ctgtcct cag 


agtctcat cc 


cccaggggag 


gatggaaatc 


cttctccacc 


720 


tgtggctccc 


acctggctgt 


ggtctgcct c 


tt ctat ggca 


ccgt cat cgc 


tgtgtatttc 


780 


aacccatcat 


cctctcactt 


agctgggagg 


gacatggcag 


ctgcagtgat 


gtatgcagtg 


840 


gtgaccccaa 


tgctgaaccc 


tttcatctat 


agcctgagga 


acagcgacat 


gaaagcagct 


900 


ttaaggaaag 


tgct cgccat 


gagat t t cca 


tct aagcagt 


aa 




942 


<210> 4 

<211> 936 

<212> DNA 

<213> Rattus sp. F6 












<400> 4 
atggcttgga 


gtactggcca 


gaacctgtcc 


acaccaggac 


cattcatctt 


gctgggcttc 


60 


ccagggccaa 


ggagcatgcg 


cattgggctc 


ttcctgcttt 


tcctggtcat 


gtatctgctt 


120 


acggtagttg 


gaaacctagc 


catcatctcc 


ctggtaggtg 


cccacagatg 


cctacagaca 


180 


cccatgt act 


tcttcctctg 


caacctctcc 


tt cctggaga 


tct ggtt cac 


cacagcctgc 


240 


gtacccaaga 


ccctggccac 


atttgcgcct 


cggggtggag 


tcatttcctt 


ggctggctgt 


300 






cttttctttg 


ggctgtaccg 


agtacttcct 


gctggctgtg 


360 


atggcttatg 


accgctacct 


ggccatctgc 


ctgccactgc 


gctatggtgg 


catcatgact 


420 


cctgggctgg 


cgatgcggtt 


ggccctggga 


t cctggctgt 


gtgggttttc 


tgcaatcaca 


4 80 


gttcctgcta 


ccctcattgc 


ccgcctctct 


ttctgtggct 


cacgtgtcat 


caaccacttc 


540 


tt ctgtgaca 


ttt cgccctg 


gatagtgctt 


t cctgcaccg 


acacgcaggt 


ggtggaactg 


600 


gtgtcctttg 


gcattgcctt 


ctgtgttatt 


ctgggct cgt 


gtggtatcac 


actagtctcc 


660 


tatgcttaca 


tcatcactac 


catcatcaag 


attccctctg 


cccggggccg 


gcaccgcgcc 


7 20 


tt ctcaacct 


gctcatccca 


tctcactgtg 


gtgctgattt 


ggtatggctc 


caccatcttc 


780 


tt gcatgt ga 


ggacct cggt 


agagagct cc 


ttggacctca 


ccaaagctat 


cacagtgct c 


840 


aacaccattg 


tcacacctgt 


gctgaaccct 


ttcatatata 


ctctgaggaa 


caaggatgt c 


900 


aaggaagctc 


tgcgcaggac 


ggtgaagggg 


aagtga 






936 


<210> 5 
<211> 939 
<212> DNA 






3 









<213> Rattus sp. 114 



<400> 5 
at gactggaa 


ataaccaaac 


tttgatcttg 


gagt tcctcc 


tcctgggt ct 


geccat ccca 


60 


tcagagt at c 


atct cct gtt 


ct atgccctg 


t tcctggcca 


tgt acct cac 


catcatcct g 


120 


ggaaacct gc 


t aatcattgt 


ccttgt t cga 


ctggactctc 


atctccacat 


gcccatgtac 


180 


tt gtt t ct ca 


gcaactt gt c 


cttctctgac 


etctgetttt 


cctctgtcac 


aat geccaaa 


240 


tt gctt caga 


acatgcagag 


ccaagt acca 


t ct atatcct 


atacaggct g 


cctgacacag 


300 


4- 4- -,,-.4—4- ,-.4- 

ct gt act tct 


4 1_ — 4_ r . ,J I_ 4_ 4_ 

tt atggt ttt 


tggagatat g 


gagagct tec 


ttcttgtggt 


catggectat 


360 


gaccgctat g 


tggccatttg 


— ,4— 4— 4_— _— ,4_4_4_ _, 

ctttcctttg 


cgt tacacca 


ccatcat gag 


caccaagtt c 


4 20 


t gtgct t cac 


tagt gctact 


t ctgtgga tg 


ctgacgatga 


cccatgccct 


gctgcatacc 


480 


ct act cat tg 


ct agattgt c 


t ttttgtgag 


aagaatgtga 


tt cttcactt 


tttctgtgac 


540 


atttctgct c 


tt ctgaagtt 


gtcctget ca 


gacatttatg 


tt aatgagct 


gatgatat at 


600 


atct t gggtg 


gact catcat 


tattatccca 


ttcctattaa 


tt gttatgtc 


ctatgttaga 


6 60 


attt t cttct 


ccattt tgaa 


gtttccat ct 


attcaggaca 


tctacaaggt 


attctcaacc 


720 


tgtggtt ccc 


atctgt ctgt 


ggtgacct tg 


tttt atggga 


caatttttgg 


tatctactta 


780 


tgtccat cag 


gtaat aattc 


tactgtgaag 


gagattgeca 


tggctatgat 


gtacacagtg 


840 


gtgactccca 


tgctgaatcc 


cttcatctac 


agectgagga 


acagagacat 


gaaaagggee 


900 


ctaat aagag 


tt atctgcac 


taagaaaat c 


tctctgtaa 






939 


<210> 6 
<211> 945 
<212> DNA 

<213> Rattus sp. 115 












<400> 6 
atgacagaag 


agaaccaaac 


tgtgat ct cc 


cagttccttc 


tccttttcct 


gcccatcccc 


60 


tcagagcacc 


agcacgtgtt 


ctacgccctg 


ttcctgtcca 


tgtacctcac 


cactgtcctg 


120 


gggaacct ca 


teat catcat 


cctcattcac 


ct ggact ccc 


atct ccacac 


acccatgtac 


180 


ttgtttctca 


gcaacttgtc 


cttctctgat 


etctgetttt 


cctctgttac 


gatgeccaag 


24 0 


ttgttgcaga 


acatgcagag 


ccaagtt cca 


t ccatcccct 


tt gcaggct g 


cctgacacaa 


300 


ttatactttt 


acctgtattt 


tgeagacett 


gagagctt cc 


t gcttgtggc 


catggectat 


360 


gaccgctatg 


tggccatctg 


ctt ccccctt 


cattacatga 


gcatcatgag 


ccccaagctc 


420 


tgtgtgagtc 


tggtggtgct 


gtcctgggtg 


ctgaccacct 


tccatgccat 


gctgcacacc 


480 


ctgctcatgg 


ccagattgtc 


att ctgtgcg 


gacaatatga 
4 


tcccccactt 


tttctgtgat 


540 



atatctcctt 


tattgaaact 


gtcctgctct 


gaeaegcat g 


ttaatgagtt 


ggtgatattt 


600 


gtcatgggag 


ggcttgttat 


tgtcattcca 


tttgtgctca 


t cattgtatc 


ttatgeaega 


660 


gttgt cgcct 


ccattcttaa 


agtcccttct 


gtccgaggca 


t ccacaagat 


cttctccacc 


720 


tgcggct ccc 


atctgtctgt 


ggtgt cactg 


tt ctatggga 


caatcattgg 


tctctactt a 


780 


tgtccgt cag 


ctaataact c 


tactgtgaag 


gagactgt ca 


t ggecatgat 


gtacacagt g 


840 


gtgaccccca 


tgctgaaccc 


cttcatctac 


agectgagga 


acagagacat 


gaaagaggca 


900 


ctgat aagag 


tcctttgtaa 


aaagaaaatt 


acct tctgtc 


tatga 




945 


<210> 7 

<211> 933 

<212> DNA 

<213> Rattus sp. 13 












<400> 7 
atgaacaatc 


aaactt teat 


cacccaattc 


ct tctcctgg 


gactgcccat 


ccctgaagaa 


60 


catcagcacc 


tgtt etatge 


cttgttcctg 


gtcatgtacc 


tcaccaccat 


cttgggaaac 


120 


ttgct aat ca 


ttgtacttgt 


tcaactggac 


tcccagctcc 


acacacctat 


gtatttgttt 


180 


ctcagcaatt 


tgtctttctc 


tgatctatgt 


ttttcct ctg 


tcacaatgcc 


caagctgetg 


240 


cagaacatga 


ggagccagga 


cacatccatt 


ccctatggag 


gctgcctggc 


acaaacatac 


300 


ttctttatgg 


tttttggaga 


tatggagagt 


ttccttcttg 


tggccatggc 


ctatgaccgc 


360 


tatgtggcca 


tetgett ccc 


tetgeattae 


accagcat ca 


tgagccccaa 


gctctgtact 


420 


tgtctagtgc 


tgttattgtg 


gatgetgacg 


acatcccatg 


ecatgatgea 


cacactgctt 


480 


gcagcaagat 


tgtctttttg 


tgagaacaat 


gtggtcct ca 


acttcttctg 


tgacctattt 


540 


gtt ctcctaa 


agctggcctg 


ctcagacact 


tatattaatg 


agttgatgat 


attt atcatg 


600 


agtacactcc 


tcattattat 


tccattcttc 


ctcattgtta 


tgtcctatgc 


aaggatcata 


660 


tcctctattc 


ttaaggttcc 


at ctacccaa 


ggcatctgea 


aggtcttctc 


tacctgtggt 


720 


tcccatctgt 


ctgtagtatc 


actgtt ctat 


gggacaatta 


ttggtctcta 


cttatgtcca 


780 


gcaggtaata 


attccactgt 


aaaagagatg 


gtcatggcca 


tgatgtacac 


tgtggtgacc 


840 


cccatgctga 


atccctt cat 


ct acagecta 


aggaatagag 


atatgaagag 


ggecctaata 


900 


agagttatct 


gtagt atgaa 


aat cactctg 


taa 






933 



<210> 8 

<211> 984 

<212> DNA 

<213> Rattus sp. 17 



5 



<400> 8 



atggagcgaa 


ggaaccacag 


tgggagagtg 


agtgaatttg 


tgttgctggg 


tttcccagct 


60 


cctgccccac 


tgegagtact 


actatttttc 


ctttctcttc 


tggactatgt 


gttggtgttg 


120 


actgaaaaca 


tgctcatcat 


tatagcaatt 


aggaaccacc 


caaccctcca 


caaacccat g 


180 


tattttttct 


tggctaatat 


gtcatttctg 


gagatttggt 


atgtcactgt 


tacgattcct 


240 


aagat get eg 


ctggctt cat 


tggttccaag 


gagaaccatg 


gacagctgat 


ctcctttgag 


300 


geatgeatga 


cacaact eta 


ctttttcctg 


ggct tgggtt 


gcacagagtg 


tgtccttctt 


360 


gctgtgatgg 


cctatgaccg 


ctatgtggct 


atctgt catc 


cact ccacta 


ccccgtcatt 


420 


gt cagt agee 


ggctatgtgt 


gcagatggca 


gctggat cct 


gggctggagg 


ttttggtatc 


480 


t ccat ggt ta 


aagtt t t cct 


tatttctege 


ctgt cttact 


gtggccccaa 


caccat caac 


540 


cactttttct 


gtgatgtgtc 


tccattgctc 


aacctgt cat 


gcactgacat 


gtccacagca 


600 


gagcttacag 


actttgtcct 


ggccattttt 


attctgetgg 


gaccgctctc 


tgtcactggg 


660 


gcat cctaca 


tggccatcac 


aggtgctgtg 


atgcgcatcc 


cct cagctgc 


tggccgccat 


720 


aaagcctttt 


caacctgtgc 


ct cccacct c 


actgttgtga 


t catcttcta 


tgcagccagt 


780 


attttcatct 


atgccaggcc 


taaggcactc 


t cagcttttg 


acaccaacaa 


get ggt ct ct 


840 


gtact ctacg 


ctgt cattgt 


accgttgtt c 


aatcccatca 


tetactgett 


gcgcaaccaa 


900 


gatgt caaaa 


gagegctacg 


tcgcacgctg 


cacctggccc 


aggaccagga 


ggccaatacc 


960 


aacaaaggca 


gcaaaattgg 


ttag 








984 


<210> 9 

<211> 939 

<212> DNA 

<213> Rattus sp. 18 












<400> 9 
atgaacaaca 


aaactgtcat 


cacccatttc 


ctcctcctgg 


gattgeccat 


ccccccagag 


60 


caccagcaac 


tgttctttgc 


cctgttcctg 


atcatgtacc 


tcaccacctt 


tctgggaaac 


120 


ctgetaatt g 


ttgt ccttgt 


t caactggac 


tctcatctcc 


acacacccat 


gtacttgttt 


180 


ct cagcaact 


t gtcctt etc 


tgatctctgc 


ttttcctctg 


ttacaatget 


gaaattgctg 


240 


caaaatat ac 


agagecaagt 


accatctata 


tectatgeag 


gatgectgae 


acagatattc 


300 


ttctttttgt 


tgtttggcta 


ccttgggaat 


ttccttcttg 


tagecatgge 


ctatgaccgc 


360 


tatgt ggeca 


tctgcttccc 


tetgeattat 


accaacat ca 


tgagccataa 


gctctgtact 


420 


tgtctcctgc 


tggtattttg 


gataat gaca 


tcatctcatg 


ecatgatgea 


caccctgctt 


480 



6 



gcagcaagat 


tgtctttttg 


tgagaacaat 


gtact cctca 


actttttctg 


tgacctgttt 


540 


gtt ct cct aa 


agttggcctg 


ct cagacact 


tatgt taatg 


agttgatgat 


acat at catg 


600 


ggcgt gatca 


tcattgttat 


tccattcgtg 


ct cat t gt ta 


tatcctatgc 


caagat cat c 


660 


tcct ccatt c 


ttaaggt t cc 


atctactcaa 


agcattcaca 


aggtcttctc 


cacttgtggt 


720 


tctcatctct 


ct gtggtgt c 


t ctgtt ctac 


gggacaatt a 


tt ggt ct ct a 


ttt atgtcca 


780 


tcaggtgat a 


attttagtct 


aaaggggtct 


gcca tggcta 


tgatgtacac 


agt ggtaact 


84 0 


ccaatgctga 


acccgttcat 


ctacagcct a 


agaaacagag 


acatgaagca 


ggccctaata 


900 


agagt tacct 


gtagcaagaa 


aat ctct ct g 


ccat ggtag 






939 


<210> 10 
<211> 945 
<212> DNA 

<213> Rattus sp. 19 












<400> 10 
atgact agaa 


gaaaccaaac 


tgccatctct 


cagttctt cc 


ttctgggcct 


gccattcccc 


60 


ccagagtacc 


aacacctgtt 


ctatgccctg 


ttcctggcca 


tgtacctcac 


cactctcctg 


120 


gggaacct ca 


tcatcatcat 


cctcattcta 


ctggactccc 


atctccacac 


acccatgtac 


180 


ttgtttctca 


gcaatttatc 


ctttgccgac 


ctctgttttt 


cct ctgt cac 


aatgcccaag 


240 


ttgttgcaga 


acatgcagag 


ccaagttcca 


t ccatcccct 


atgcagggtg 


cctggcacag 


300 


atatacttct 


ttctgttttt 


tggagacctt 


ggaaacttcc 


tgcttgtggc 


catggcctat 


360 


gaccgct at g 


tggccatctg 


cttccccctt 


cattacatga 


gcatcatgag 


ccccaagctc 


420 


tgtgtgagtc 


tggtggtgct 


gt cctgggtg 


ctgactacct 


t ccatgccat 


gctgcacacc 


480 


ctgctcatgg 


ccagattgtc 


attctgtgag 


gacagtgtga 


tccctcacta 


tttctgtgat 


540 


atgt ctactc 


tgctgaaagt 


ggct tgttct 


gacacccatg 


ataatgaatt 


agcaatattt 


600 


atctt agggg 


gccctatagt 


tgtactacct 


ttccttctca 


tcattgtttc 


ttatgcaaga 


660 


attgtttcct 


ccatcttcaa 


ggtcccttct 


t ctcaaagca 


tccataaagc 


ctt ctccacc 


720 


tgtggctccc 


acctgtctgt 


ggtgtcactg 


ttctat ggga 


cagtcattgg 


t ct ctactta 


780 


tgtcctt cag 


ctaataactc 


cactgtgaag 


gagactgt ca 


tgtctttgat 


gtacacaatg 


840 


gtgacaccca 


tgct gaaccc 


cttcatctac 


agcctaagaa 


acagagacat 


aaaagatgca 


900 


ttagaaaaaa 


taatgtgcaa 


aaagcaaatt 


ccctcctttc 


tatga 




945 



<210> 11 
<211> 645 
<212> DNA 

7 



<213> Homo Sapiens H5 



<220> 

<221> misc_f eature 

<222> ()..() 

<223> n = unknown 



<400> 11 
atct gt t ttg 


tgt ctaccac 


tgtcccaaag 


cagctggtga 


acatccagac 


acagagcaga 


60 


gt cat cacct 


atgcagact g 


cat cacccag 


atgtgctttt 


ttatactctt 


tgtagtgttg 


120 


gacagct t ac 


tcctgactgt 


gatggcctat 


gaccggtttg 


tggccatctg 


tcaccccctg 


180 


cact acacag 


tcattatgag 


ctcctggctc 


tgtggactgc 


tggttctggt 


gt cct ggat c 


240 


gtgagcat cc 


tatattctct 


gttacaaagc 


ataatggcat 


tgcagctgtc 


cttctgtaca 


300 


gaactgaaaa 


t ccct caatt 


tttctgtgaa 


cttaatcagg 


t cat ccacct 


tgcctgttcc 


360 


gacact t tta 


ttaatgacat 


gatgatgaat 


ttt acaagtg 


tgctgctggg 


tgggggatgc 


420 


ctcgct ggaa 


tattttactn 


ntacttt aag 


atactttgtt 


gcatatgtt c 


gatctcatca 


480 


gctcagggga 


tgaataaagc 


actttccacc 


tgtgcatctc 


acctctcagt 


tgtctcctta 


540 


ttttattgta 


caggcgt agg 


tgtgtacctt 


agtt ctgctg 


caacccataa 


ctcactctca 


600 


aatgctgcag 


cctcggt gat 


gtacactgtg 


gt cacctcca 


tgctg 




645 



<210> 12 

<211> 215 

<212> PRT 

<213> Homo Sapiens H5 
<220> 

<221> UNSURE 

<222> (147) . . (147) 

<2 23> x — unknown 



<400> 12 

lie Cys Phe Val Ser Thr Thr Val Pro Lys Gin Leu Val Asn lie Gin 
15 10 15 

Thr Gin Ser Arg Val lie Thr Tyr Ala Asp Cys lie Thr Gin Met Cys 
20 25 30 

Phe Phe lie Leu Phe Val Val Leu Asp Ser Leu Leu Leu Thr Val Met 
35 40 45 

Ala Tyr Asp Arg Phe Val Ala lie Cys His Pro Leu His Tyr Thr Val 
50 55 60 

lie Met Ser Ser Trp Leu Cys Gly Leu Leu Val Leu Val Ser Trp lie 
65 70 75 80 

8 



Val Ser lie Leu Tyr Ser Leu Leu Gin Ser lie Met Ala Leu Gin Leu 
85 90 95 

Ser Phe Cys Thr Glu Leu Lys lie Pro Gin Phe Phe Cys Glu Leu Asn 
100 105 110 

Gin Val lie His Leu Ala Cys Ser Asp Thr Phe lie Asn Asp Met Met 
115 120 125 

Met Asn Phe Thr Ser Val Leu Leu Gly Gly Gly Cys Leu Ala Gly lie 
130 135 140 

Phe Tyr Xaa Tyr Phe Lys lie Leu Cys Cys lie Cys Ser lie Ser Ser 
145 150 155 160 

Ala Gin Gly Met Asn Lys Ala Leu Ser Thr Cys Ala Ser His Leu Ser 
165 170 175 

Val Val Ser Leu Phe Tyr Cys Thr Gly Val Gly Val Tyr Leu Ser Ser 
180 185 190 

Ala Ala Thr His Asn Ser Leu Ser Asn Ala Ala Ala Ser Val Met Tyr 
195 200 205 

Thr Val Val Thr Ser Met Leu 
210 215 

<210> 13 

<211> 640 

<212> DNA 

<213> Rattus sp. Jl 
<220> 

<221> misc_feature 

<222> ()..() 

<223> n = unknown 



<400> 13 

catctgcttt acttctgcta gcatcccaaa gatgctagtg aatatacaga cgaagaacaa 60 

ggtgatcacc tatgaaggct gcatctccca agtatacttt tcatactctt tggagttttg 120 

gacaactttc ttctcgactg tgatggccta tgaccgatat gtggccatct gtcacccatc 180 

tnactacaca ggtcatcatg aaccnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 24 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 30 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 20 

nnnnnnnntt tattcttact ctaagatagt ttcctccata cgagaaatct catcatcaca 480 

gggaaagtac aagnnattct ccacctgtgc atcccacctc tcagttgttt cattattcta 540 

ttctacactt ttgggtgtgt accttagttc ttcttttacc caaaactcac actcaactgc 600 

9 



acgggcatct gttatgtaca gtgtggtcac ccccatgttg 



640 



<210> 14 

<211> 213 

<212> PRT 

<213> Rattus sp. Jl 
<220> 

<221> UNSURE 

<222> (61) . . (165) 

<223> x — unknown 



<400> 14 

lie Cys Phe Thr Ser Ala Ser lie Pro Lys Met Leu Val Asn lie Gin 
15 10 15 

Thr Lys Asn Lys Val lie Thr Tyr Glu Gly Cys lie Ser Gin Val Tyr 
20 25 30 

Phe Ser Tyr Ser Leu Glu Phe Trp Thr Thr Phe Phe Ser Thr Val Met 
35 40 45 

Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro Ser Xaa Tyr Thr Gly 
50 55 60 

His His Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
65 70 75 80 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
115 120 125 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
130 135 140 

Ser Tyr Ser Lys lie Val Ser Ser lie Arg Glu lie Ser Ser Ser Gin 
145 150 155 160 

Gly Lys Tyr Lys Xaa Phe Ser Thr Cys Ala Ser His Leu Ser Val Val 
165 170 175 

Ser Leu Phe Tyr Ser Thr Leu Leu Gly Val Tyr Leu Ser Ser Ser Phe 
180 185 190 

Thr Gin Asn Ser His Ser Thr Ala Arg Ala Ser Val Met Tyr Ser Val 
195 200 205 

Val Thr Pro Met Leu 
210 
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<210> 15 

<211> 636 

<212> DNA 

<213> Rattus sp. J2 

<400> 15 



acct ccacca 


ccat cccaaa 


gatgctggta 


aatat acaca 


cccagagcaa 


tactatcacc 


60 


tat gaagact 


gtatttccca 


gatgttt gta 


ctcttggttt 


t tggagaact 


ggacaacttt 


120 


ctcctggctg 


tgatggccta 


tgatcgatat 


gtggctatct 


gtcacccact 


gtattacaca 


180 


gtcatt gtga 


accaccgact 


ctgtatcctg 


ctgett ctgc 


tgtcctgggt 


tgtcagcatt 


240 


ttacat gcct 


tctt acagag 


ctt aattgt a 


ctacagttga 


cct tctgtgg 


agatgt gaaa 


300 


atccct cact 


tcttctgtga 


gctcaatcag 


ctgt cccaac 


tcacatgttc 


agacaacttt 


360 


ccaagt cacc 


t cacaat gca 


tcttgtacct 


gttatatttg 


cagctatttc 


cctcagtggt 


420 


at cctttact 


ctt attt caa 


gat agt gtct 


tccat aegtt 


ctatgtcctc 


agttcaaggg 


480 


aagtacaagg 


cattttctac 


atgtgcctct 


cacctttcca 


ttgtctcctt 


attttatagt 


540 


acaggcct eg 


gggtgtacgt 


cagttctget 


gtgatccgaa 


gctcacactc 


etctgeaagt 


600 


gctt eggt ca 


tgtatactgt 


ggtcaccccc 


atgttg 






636 



<210> 16 

<211> 212 

<212> PRT 

<213> Rattus sp. J2 

<400> 16 

Thr Ser Thr Thr lie Pro Lys Met Leu Val Asn He His Thr Gin Ser 
15 10 15 

Asn Thr He Thr Tyr Glu Asp Cys He Ser Gin Met Phe Val Leu Leu 
20 25 30 

Val Phe Gly Glu Leu Asp Asn Phe Leu Leu Ala Val Met Ala Tyr Asp 
35 40 45 

Arg Tyr Val Ala He Cys His Pro Leu Tyr Tyr Thr Val He Val Asn 
50 55 60 

His Arg Leu Cys He Leu Leu Leu Leu Leu Ser Trp Val Val Ser He 
65 70 75 80 

Leu His Ala Phe Leu Gin Ser Leu lie Val Leu Gin Leu Thr Phe Cys 
85 90 95 

Gly Asp Val Lys He Pro His Phe Phe Cys Glu Leu Asn Gin Leu Ser 
100 105 110 

Gin Leu Thr Cys Ser Asp Asn Phe Pro Ser His Leu Thr Met His Leu 
115 120 125 

I 1 



Val Pro Val lie Phe Ala Ala lie Ser Leu Ser Gly lie Leu Tyr Ser 
130 135 140 

Tyr Phe Lys lie Val Ser Ser lie Arg Ser Met Ser Ser Val Gin Gly 
145 150 155 160 

Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Leu Ser lie Val Ser 
165 170 175 

Leu Phe Tyr Ser Thr Gly Leu Gly Val Tyr Val Ser Ser Ala Val lie 
180 185 190 

Arg Ser Ser His Ser Ser Ala Ser Ala Ser Val Met Tyr Thr Val Val 
195' 200 205 

Thr Pro Met Leu 
210 

<210> 17 

<211> 646 

<212> DNA 

<213> Rattus sp. J4 

<400> 17 

cataggctat tcatcttctg tcacacccaa tatgcttgtc aacttcctta taaagcaaaa 60 

taccatctca taccttggat gttctataca gtttggctca gctgctttgt ttggaggtct 120 

tgaatgcttc cttctggctg ccatggcgta tgatcgtttt gtagcaatct gcaacccact 180 

gctttattca acgaaaatgt ccacacaagt ctgtgtccag ttggttgtgg gatcttatat 240 

agggggattt cttaatgcct cctcttttac cctttccttt ttttccttgt ccttctgtgg 300 

accaaataga atcaatcact tttactgtga ttttgctccg ttagtagaac tttcttgctc 360 

tgatgtcagt gttcctgatg ctgttacctc attttctgct gcctcagtta ctatgctcac 420 

agtgtttatc atagccatct cctataccta tatcctcatc accatcctga agatgcgttc 480 

cactgagggt cgacagaaag cattctctac ctgcacttcc cacctcactg cagtcactct 540 

gtgctatgga accatcacat tcatctatgt gatgcccaag tccagctact ccacagacca 600 

gaacaaggtg gtgtctgtgt tttatatggt ggtgatcccc atgttg 646 

<210> 18 
<211> 215 
<212> PRT 

<213> Rattus sp. J4 
<400> 18 

lie Gly Tyr Ser Ser Ser Val Thr Pro Asn Met Leu Val Asn Phe Leu 
15 10 15 

lie Lys Gin Asn Thr lie Ser Tyr Leu Gly Cys Ser lie Gin Phe Gly 

12 



20 25 30 

Ser Ala Ala Leu Phe Gly Gly Leu Glu Cys Phe Leu Leu Ala Ala Met 
35 40 45 

Ala Tyr Asp Arg Phe Val Ala lie Cys Asn Pro Leu Leu Tyr Ser Thr 
50 55 60 

Lys Met Ser Thr Gin Val Cys Val Gin Leu Val Val Gly Ser Tyr lie 
65 70 75 80 

Gly Gly Phe Leu Asn Ala Ser Ser Phe Thr Leu Ser Phe Phe Ser Leu 
85 90 95 

Ser Phe Cys Gly Pro Asn Arg lie Asn His Phe Tyr Cys Asp Phe Ala 
100 105 110 

Pro Leu Val Glu Leu Ser Cys Ser Asp Val Ser Val Pro Asp Ala Val 
115 120 125 

Thr Ser Phe Ser Ala Ala Ser Val Thr Met Leu Thr Val Phe lie lie 
130 135 140 

Ala lie Ser Tyr Thr Tyr lie Leu lie Thr lie Leu Lys Met Arg Ser 
145 150 155 160 

Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr Ser His Leu Thr 
165 170 175 

Ala Val Thr Leu Cys Tyr Gly Thr lie Thr Phe lie Tyr Val Met Pro 
180 185 190 

Lys Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val Ser Val Phe Tyr 
195 200 205 

Met Val Val lie Pro Met Leu 
210 215 

<210> 19 
<211> 481 
<212> DNA 

<213> Rattus sp. J7 
<400> 19 

catctgcaag cccctgcact acaccaccat catgaataac cgagtgtgca cagttctagt 60 

cctctcctgt tggtttgctg gcctgttgat catcctccca cctcttggtc atggcctcca 120 

gctggagttc tgtgactcca atgtgattga tcattttggc tgtgatgcct ctccaattct 180 

gcagataacc tgctcagaca cggtatttat agagaaaatt gtcttggctt ttgccatact 240 

gacactcatc attactctgg tatgtgttgt tctctcctac acatacatca tcaagaccat 300 

tttaaagttt ccttctgctc aacaaagaaa aaaggccttt tctacatgtt cttcccacat 360 

gattgtggtt tccatcacct atgggagctg tattttcatc tacatcaaac cttcagcgaa 420 

ggaaggggta gccatcaata aggttgtatc tgtgctcaca acatcagtcg cccctttgct 480 

13 



c 



481 



<210> 20 
<211> 160 
<212> PRT 

<213> Rattus sp. J7 
<400> 20 

lie Cys Lys Pro Leu His Tyr Thr Thr lie Met Asn Asn Arg Val Cys 
15 10 15 

Thr Val Leu Val Leu Ser Cys Trp Phe Ala Gly Leu Leu lie lie Leu 
20 25 30 

Pro Pro Leu Gly His Gly Leu Gin Leu Glu Phe Cys Asp Ser Asn Val 
35 40 45 

lie Asp His Phe Gly Cys Asp Ala Ser Pro lie Leu Gin lie Thr Cys 
50 55 60 

Ser Asp Thr Val Phe He Glu Lys He Val Leu Ala Phe Ala He Leu 
65 70 75 80 

Thr Leu lie He Thr Leu Val Cys Val Val Leu Ser Tyr Thr Tyr He 
85 90 95 

He Lys Thr lie Leu Lys Phe Pro Ser Ala Gin Gin Arg Lys Lys Ala 
100 105 110 

Phe Ser Thr Cys Ser Ser His Met He Val Val Ser He Thr Tyr Gly 
115 120 125 

Ser Cys He Phe. He Tyr lie Lys Pro Ser Ala Lys Glu Gly Val Ala 
130 135 140 

lie Asn Lys Val Val Ser Val Leu Thr Thr Ser Val Ala Pro Leu Leu 
145 150 155 160 

<210> 21 

<211> 481 

<212> DNA 

<213> Rattus sp. J8 

<220> 

<221> misc_f eature 

<222> ()..() 

<223> n = unknown 



<400> 21 

catctgccac ccgctccact actctcttct catgagtcct gacaactgtg ctgctctggt 60 
aacagtctcc tgggtgacag gggtgggcac gggcttcctg ccttccctcc tgatttctaa 120 
gttggacttc tgtgggccca accgcatcaa ccatttcttc tgtgacctcc ctccattaat 180 
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ccagctgtcc tgctccagcg tctttgtgac agaaatggcc atctttgtcc tgtccatcgc 240 

tgtgctctgc atctgtttcc tcctaacccn nnnntcctac attttcatag tgtcctccat 300 

tctgagaatc ccttccacta ccggcaggat gaagacattt tctacatgtg gctcccacct 360 

ggccgtggtc accatctact atgggaccat gatctccatg tatgtcggcc caaatgcgca 420 

tctgtccccg gagctcaaca aggtcatttc tgtcttctac actgtgatca ccccactact 480 

g 481 

<210> 22 

<211> 160 

<212> PRT 

<213> Rattus sp. J8 
<220> 

<221> UNSURE 

<222> (90) . - (91) 

<223> x = unknown 



<400> 22 

lie Cys His Pro Leu His Tyr Ser Leu Leu Met Ser Pro Asp Asn Cys 
15 10 15 

Ala Ala Leu Val Thr Val Ser Trp Val Thr Gly Val Gly Thr Gly Phe 
20 25 30 

Leu Pro Ser Leu Leu lie Ser Lys Leu Asp Phe Cys Gly Pro Asn Arg 
35 40 45 

lie Asn His Phe Phe Cys Asp Leu Pro Pro Leu lie Gin Leu Ser Cys 
50 55 60 

Ser Ser Val Phe Val Thr Glu Met Ala lie Phe Val Leu Ser lie Ala 
65 70 75 80 

Val Leu Cys lie Cys Phe Leu Leu Thr Xaa Xaa Ser Tyr lie Phe lie 
85 90 95 

Val Ser Ser lie Leu Arg lie Pro Ser Thr Thr Gly Arg Met Lys Thr 
100 105 110 

Phe Ser Thr Cys Gly Ser His Leu Ala Val Val Thr lie Tyr Tyr Gly 
115 120 125 

Thr Met lie Ser Met Tyr Val Gly Pro Asn Ala His Leu Ser Pro Glu 
130 135 140 

Leu Asn Lys Val lie Ser Val Phe Tyr Thr Val lie Thr Pro Leu Leu 
145 150 155 160 

<210> 23 
<211> 646 
<212> DNA 

15 



<213> Rattus sp. Jll 
<220> 

<221> misc_feature 

<222> ()..() 

<223> n = unknown 



<400> 23 

ngtctgcttc tcctccacca ctgtccccaa ggtactggct aaccacatac tcagtagtca 60 

ggccatttcc ttctctgggt gtctaactca gctgtatttt ctctgtgtgt ctgtgaatat 120 

ggacaatttc ctgctggctg tgatggccta tgacagattt gtggccatat gccacccttt 180 

gtactacaca acaaagatga cccaccagct ctgtgtcttg ctggtgtctg gatcannnnn 240 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 300 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nntgtgatca tggtcacccc 4 20 

atttgtctgc atcctcatct cttacatcta catcaccaat gcagtcctca gagtctcatc 480 

ctttagggga ggatggaaag ccttctccac ctgtggctca cacctggctg tggtctgcct 540 

cttctatggc accatcattg ctgtgtattt caatcctgta tcttcccatt catctgagaa 600 

ggacactgca gcaactgtgc tatacacagt ggtgactccc atgttg 64 6 

<210> 24 

<211> 215 

<212> PRT 

<213> Rattus sp. Jll 
<220> 

<221> UNSURE 

<222> (79) . . (134) 

<223> x = unknown 

<400> 24 

Val Cys Phe Ser Ser Thr Thr Val Pro Lys Val Leu Ala Asn His lie 
15 10 15 

Leu Ser Ser Gin Ala lie Ser Phe Ser Gly Cys Leu Thr Gin Leu Tyr 
20 25 30 

Phe Leu Cys Val Ser Val Asn Met Asp Asn Phe Leu Leu Ala Val Met 
35 40 45 

Ala Tyr Asp Arg Phe Val Ala lie Cys His Pro Leu Tyr Tyr Thr Thr 
50 55 60 

Lys Met Thr His Gin Leu Cys Val Leu Leu Val Ser Gly Ser Xaa Xaa 
65 70 75 80 
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Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
115 120 125 

Xaa Xaa Xaa Xaa Xaa Xaa Val lie Met Val Thr Pro Phe Val Cys lie 
130 135 140 

Leu lie Ser Tyr lie Tyr lie Thr Asn Ala Val Leu Arg Val Ser Ser 
145 150 155 160 

Phe Arg Gly Gly Trp Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ala 
165 170 175 

Val Val Cys Leu Phe Tyr Gly Thr lie lie Ala Val Tyr Phe Asn Pro 
180 185 190 

Val Ser Ser His Ser Ser Glu Lys Asp Thr Ala Ala Thr Val Leu Tyr 
195 200 205 

Thr Val Val Thr Pro Met Leu 
210 215 

<210> 25 

<211> 646 

<212> DNA 

<213> Rattus sp. J14 
<220> 

<221> misc_f eature 

<222> ()..(} 

<223> n = unknown 



<400> 25 

tgtctgcttc tcctccacca ctgtccccaa ggtactggct aaccacatac tcagtagtca 60 

ggccatttcc ttctctgggt gtctaactca gctgtatttt ctctgtgtgt ctgtgaatat 120 

ggacaatttc ctgctggctg tgatggccta tgacagattt gtggccatat gccacccttt 180 

gtactacaca acaccgatga cccaccagct ctgtgtcttg ctggtgtctg gatcannnnn 240 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 300 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nntgtgatca tggtcacccc 4 20 

atttgtctgc atcctcatct cttacatcta catcaccaat gcagtcctca gagtctcatc 480 

ctttagggga ggatggaaag ccttctccac ctgtggctca cacctggctg tggtctgcct 540 

cttctatggc accatcattg ctgtgtattt caatcctgta tcttcccatt catctgagaa 600 
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ggacactgca gcaactgtgc tatacacagt ggtgactccc atgttg 



646 



<210> 26 

<211> 215 

<212> PRT 

<213> Rattus sp. J14 
<220> 

<221> UNSURE 

<222> (79) . . (134 ) 

<223> x = unknown 



<400> 26 

Val Cys Phe Ser Ser Thr Thr Val Pro Lys Val Leu Ala Asn His lie 
15 10 15 

Leu Ser Ser Gin Ala lie Ser Phe Ser Gly Cys Leu Thr Gin Leu Tyr 
20 25 30 

Phe Leu Cys Val Ser Val Asn Met Asp Asn Phe Leu Leu Ala Val Met 
35 40 45 

Ala Tyr Asp Arg Phe Val Ala lie Cys His Pro Leu Tyr Tyr Thr Thr 
50 55 60 

Pro Met Thr His Gin Leu Cys Val Leu Leu Val Ser Gly Ser Xaa Xaa 
65 70 75 80 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
115 120 125 

Xaa Xaa Xaa Xaa Xaa Xaa Val lie Met Val Thr Pro Phe Val Cys lie 
130 135 140 

Leu lie Ser Tyr lie Tyr lie Thr Asn Ala Val Leu Arg Val Ser Ser 
145 150 155 160 

Phe Arg Gly Gly Trp Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ala 
165 170 175 

Val Val Cys Leu Phe Tyr Gly Thr lie lie Ala Val Tyr Phe Asn Pro 
180 185 190 

Val Ser Ser His Ser Ser Glu Lys Asp Thr Ala Ala Thr Val Leu Tyr 
195 200 205 

Thr Val Val Thr Pro Met Leu 
210 215 



IS 



<210> 27 

<211> 481 

<212> DNA 

<213> Rattus sp. J15 
<220> 

<221> misc_feature 

<222> ()..() 

<223> x = unknown 



<400> 27 

tatctgcaac cctctgcgct acccagtgct catgagcggc cgggtgtgcc tgctcatggt 60 

cgtggcctcc tggttgggag gatccctcaa cgcctccatt cagacttctc tgacccttca 120 

gttcccctac tgtggatcac ggaagatctc ccacttcttc tgtgaggtgc cctcgctgct 180 

gannntggcc tgtgcagaca ctgaagccta tgagcaggta ctatttgtga caggcgtggt 240 

ggtcctcctg gtgcccatta cattcattac tgcctcttat gccctcatcc tggctgctgt 300 

gctccgaatg cactctgcgg aggggagtca gaaggcccta gccacatgct cctctcacct 360 

gacagtcgtc aatctcttct atgggcccct tgtctacacc tacatgttac ctgcttccta 420 

tcactcacca ggccaagacg acatagtatc cgtcttttac accgttctca cacccatgct 480 

t 481 

<210> 28 

<211> 160 

<212> PRT 

<213> Rattus sp. J15 
<220> 

<221> UNSURE 

<222> (61) . . (62) 

<223> x = unknown 

<400> 28 

lie Cys Asn Pro Leu Arg Tyr Pro Val Leu Met Ser Gly Arg Val Cys 
15 10 15 

Leu Leu Met Val Val Ala Ser Trp Leu Gly Gly Ser Leu Asn Ala Ser 
20 25 30 

lie Gin Thr Ser Leu Thr Leu Gin Phe Pro Tyr Cys Gly Ser Arg Lys 
35 40 45 

lie Ser His Phe Phe Cys Glu Val Pro Ser Leu Leu Xaa Xaa Ala Cys 
50 55 60 

Ala Asp Thr Glu Ala Tyr Glu Gin Val Leu Phe Val Thr Gly Val Val 
65 70 75 80 
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Val Leu Leu Val Pro He Thr Phe He Thr Ala Ser Tyr Ala Leu He 
85 90 95 

Leu Ala Ala Val Leu Arg Met His Ser Ala Glu Gly Ser Gin Lys Ala 
100 105 110 

Leu Ala Thr Cys Ser Ser His Leu Thr Val Val Asn Leu Phe Tyr Gly 
115 120 125 

Pro Leu Val Tyr Thr Tyr Met Leu Pro Ala Ser Tyr His Ser Pro Gly 
130 135 140 

Gin Asp Asp He Val Ser Val Phe Tyr Thr Val Leu Thr Pro Met Leu 
145 150 155 160 

<210> 29 

<211> 481 

<212> DNA 

<213> Rattus sp. J16 

<400> 29 





catctgtagg 


cctctt cact 


atcct accct 


catgacccag 


acactgtgtg 


ccaagat t gc 


60 




cactggt tgc 


tggttgggag 


gcttggctgg 


gccagtggta 


gaaatttcct 


tggtgt ctcg 


120 




tctccttttt 


tgtggcccca 


atcacatt ca 


acacatcttt 


tgtgatttcc 


cacctgtgct 


180 




gagcttggct 


tgtactgata 


catcagtgaa 


tgtcctggta 


gattttatta 


taaacctctg 


240 




caagatcctg 


gccaccttcc 


tgctgatcct 


gagctcctac 


ttgcagataa 


tccgcacagt 


300 




gctcaagatt 


ccttcagctg 


caggcaagaa 


gaaagcattc 


t cgacttgtg 


cctcccatct 


360 




cactgtggtt 


ct catctt ct 


atgggagcat 


ccttttcatg 


tatgtgcggc 


tgaagaagac 


420 




ttactccct t 


gact acgaca 


gagccttggc 


agt agt ctac 


tccgtggtta 


ccccttt cct 


480 




g 












481 



<210> 30 
<211> 160 
<212> PRT 

<213> Rattus sp. J16 
<400> 30 

He Cys Arg Pro Leu His Tyr Pro Thr Leu Met Thr Gin Thr Leu Cys 
15 10 15 

Ala Lys He Ala Thr Gly Cys Trp Leu Gly Gly Leu Ala Gly Pro Val 
20 25 30 

Val Glu He Ser Leu Val Ser Arg Leu Leu Phe Cys Gly Pro Asn His 
35 40 45 

He Gin His He Phe Cys Asp Phe Pro Pro Val Leu Ser Leu Ala Cys 
50 55 60 



20 



Thr Asp Thr 
65 



Ser Val Asn 
70 



Val Leu Val Asp Phe lie lie Asn Leu Cys 
75 80 



Lys lie Leu 



Ala Thr Phe 
85 



Leu Leu lie Leu Ser Ser Tyr Leu Gin lie 
90 95 



lie Arg Thr 



Val Leu Lys 
100 



lie Pro Ser Ala Ala Gly Lys Lys Lys Ala 
105 110 



Phe Ser Thr 
115 



Cys Ala Ser 



His Leu Thr Val Val Leu lie Phe Tyr Gly 
120 125 



Ser lie Leu 
130 



Phe Met Tyr 



Val Arg Leu Lys Lys Thr Tyr Ser Leu Asp 
135 140 



Tyr Asp Arg 
145 



Ala Leu Ala 
150 



Val Val Tyr Ser Val Val Thr Pro Phe Leu 
155 160 



<210> 31 

<211> 481 

<212> DNA 

<213> Rattus sp. J17 
<220> 

<221> misc_f eature 

<222> ()..() 

<2 2 3> n = unknown 



<400> 31 

aatctgcaac ccactgcttt attccaccaa aatgtccaca caagtctgta tccagttggt 60 

tgcaggatct tatatagggg gttttcttaa tacttgcctc atcatgtttt actttttctc 120 

ttttctcttc tgtgggccaa atatagttga tcattttttc tgtgattttg ctcctttnnt 180 

ggaactttcg tgctctgatg tgagtgtctc tgtagttgtt atgtcatttt ctgctggctc 240 

agttactatg atcacagtgt ttatcatagc catctcctat tcttacatcc tcatcaccat 300 

cctgaagatg tcctcaactg agggccgtca caaggctttc tccacatgta cctcccacct 360 

cactgcagtc actctctact atggcaccat taccttcatt tatgtgatgc ccaagtccac 420 

atactctaca gaccagaaca aggtggtgtc tgtgttttac atggtggtga tcccaatgtt 480 

g 481 



<210> 32 

<211> 160 

<212> PRT 

<213> Rattus sp. J17 
<220> 

<221> UNSURE 

<222> (59) . . (60) 

<223> x = unknown 



21 



<400> 32 

lie Cys Asn Pro Leu Leu Tyr Ser Thr Lys Met Ser Thr Gin Val Cys 
15 10 15 

lie Gin Leu Val Ala Gly Ser Tyr lie Gly Gly Phe Leu Asn Thr Cys 
20 25 30 

Leu lie Met Phe Tyr Phe Phe Ser Phe Leu Phe Cys Gly Pro Asn lie 
35 40 45 

Val Asp His Phe Phe Cys Asp Phe Ala Pro Xaa Xaa Glu Leu Ser Cys 
50 55 60 

Ser Asp Val Ser Val Ser Val Val Val Met Ser Phe Ser Ala Gly Ser 
65 70 75 80 

Val Thr Met lie Thr Val Phe lie lie Ala lie Ser Tyr Ser Tyr lie 
85 90 95 

Leu lie Thr lie Leu Lys Met Ser Ser Thr Glu Gly Arg His Lys Ala 
100 105 110 

Phe Ser Thr Cys Thr Ser His Leu Thr Ala Val Thr Leu Tyr Tyr Gly 
115 120 125 

Thr lie Thr Phe lie Tyr Val Met Pro Lys Ser Thr Tyr Ser Thr Asp 
130 135 140 

Gin Asn Lys Val Val Ser Val Phe Tyr Met Val Val lie Pro Met Leu 
145 150 155 160 

<210> 33 
<211> 479 
<212> DNA 

<213> Rattus sp. J19 
<400> 33 

tatctgccac cctctgaagt acacagttat catgaatcac tatttttgtg tgatgctgct 60 
gctcttctct gtgttcgtta gcattgcaca tgcgttgttc cacattttaa tggtgttgat 120 
actgactttc agcacaaaaa ctgaaatccc tcactttttc tgtgagctgg ctcatatcat 180 
caaacttacc tgttccgata attttatcaa ctatctgctg atatacacag agtctgtctt 240 
attttttggt gttcatattg tagggatcat tttgtcttat atttacactg tatcctcagt 300 
tttaagaatg tcattattgg gaggaatgta taaagccttt tcaacatgtg gatctcattt 360 
gtcggttgtc tctgttttat ggcacaggtt ttggggtaca cataagctct ccacttactg 420 
actctccaag gaagactgta gtggcttcag tgatgtacac tgtggttact cagatgctg 479 



<210> 34 
<211> 139 
<212> PRT 



22 



<213> Rattus sp. J19 

<400> 34 

lie Cys His Pro Leu Lys Tyr Thr Val lie Met Asn His Tyr Phe Cys 
15 10 15 

Val Met Leu Leu Leu Phe Ser Val Phe Val Ser lie Ala His Ala Leu 
20 25 30 

Phe His lie Leu Met Val Leu lie Leu Thr Phe Ser Thr Lys Thr Glu 
3 5 4 0 4 5 

lie Pro His Phe Phe Cys Glu Leu Ala His lie lie Lys Leu Thr Cys 
50 55 60 

Ser Asp Asn Phe lie Asn Tyr Leu Leu lie Tyr Thr Glu Ser Val Leu 
65 70 75 80 

Phe Phe Gly Val His lie Val Gly lie lie Leu Ser Tyr lie Tyr Thr 
85 90 95 

Val Ser Ser Val Leu Arg Met Ser Leu Leu Gly Gly Met Tyr Lys Ala 
100 105 110 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Val Leu Trp His 
115 120 125 

Arg Phe Trp Gly Thr His Lys Leu Ser Thr Tyr 
130 135 

<210> 35 

<211> 480 

<212> DNA 

<213> Rattus sp. J20 
<220> 

<221> misc_feature 

<222> ()..() 

<22 3> n - unknown 



<400> 35 

aatctgctac ccactgaggt accttctcat catgagctgg gtggtgtgca cagcactgtc 60 

cgtggcaatc tgggtcatag gcttttgtgc ctccgttata cctctctgct tcacgatcct 120 

cccactctgt ggtccttacg tcgttgatta tcttttctgc gagctgccca tccttctgca 180 

cctgttctgc acagatacat ctctgctgga gnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 24 0 

nnnnnnnnnn nncccttcct cctgattgtt ctctcctacc ttcgcatcct ggtggctgtg 300 

ataagaatag actcagctga gggcagaaaa aaggcctttt caacttgtgc ttcacacttg 360 

gctgtggtga ccatctacta tggaacaggg ctgatcaggt acttgaggcc caagtccctt 420 

tattccgctg agggagacag actgatctct gtgttctatg cagtcattgg ccctgcactg 480 

23 



<210> 36 

<211> 160 

<212> PRT 

<213> Rattus sp. J20 
<220> 

<221> UNSURE 

<222> (71) . . (84) 

<223> x = unknown 



<400> 36 

lie Cys Tyr Pro Leu Arg Tyr Leu Leu lie Met Ser Trp Val Val Cys 
15 10 15 

Thr Ala Leu Ser Val Ala lie Trp Val lie Gly Phe Cys Ala Ser Val 
20 25 30 

lie Pro Leu Cys Phe Thr lie Leu Pro Leu Cys Gly Pro Tyr Val Val 
35 40 45 

Asp Tyr Leu Phe Cys Glu Leu Pro lie Leu Leu His Leu Phe Cys Thr 
50 55 60 

Asp Thr Ser Leu Leu Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
65 70 75 80 

Xaa Xaa Xaa Xaa Pro Phe Leu Leu lie Val Leu Ser Tyr Leu Arg lie 
85 90 95 

Leu Val Ala Val lie Arg lie Asp Ser Ala Glu Gly Arg Lys Lys Ala 
100 105 110 

Phe Ser Thr Cys Ala Ser His Leu Ala Val Val Thr lie Tyr Tyr Gly 
115 120 125 

Thr Gly Leu lie Arg Tyr Leu Arg Pro Lys Ser Leu Tyr Ser Ala Glu 
130 135 140 

Gly Asp Arg Leu lie Ser Val Phe Tyr Ala Val lie Gly Pro Ala Leu 
145 150 155 160 

<210> 37 

<211> 35 

<212> DNA 

<213> artificial - primer Al 
<220> 

<221> modif ied_base 

<222> (9) . . (9) 

<223> i 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> t or c 



24 



<220> 
<221> 
<222> 
<223> 



modi f iecMoase 
(12) . . (12) 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(5) . . (5) 
g or a 



<220> 
<221> 
<222> 
<223> 



misc feature 



(6) . . 

g or 



(6) 
c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(10) . . (10) 



a or c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(13) . . (13) 
g or c 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(15) . . (15) 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(21) . . (21) 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(18) . . (18) 
t or c 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(19) . . (19) 
c or t 



<220> 
<221> 
<222> 



modif ied_base 
(24) . . (24) 



<223> 



<220> 

<221> modif ied_base 

<222> (27) . . (27) 

<223> i 



<220> 

<221> modif ied_base 

<222> (30) . . (30) 

<223> i 



<220> 

<221> modif ied_base 

<222> (33) . . (33) 

<223> i 



<400> 37 

aantnnatnn tnntnaannt ngcngtngcn gcnga 35 

<210> 38 

<211> 32 

<212> DNA 

<213> artificial - primer A2 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> n = c or t 



<220> 

<221> rnisc_f eature 

<222> (6) . . (6) 

<223> n = c or t 



<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n = c or t 



<220> 

<221> misc_feature 

<222> (10) . . (10) 

<223> n = c or a 



<220> 

<221> modi f ied_base 

<222> (12) . . (12) 

<223> i 
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<220> 

<221> misc_feature 

<222> ( 13) . . (13) 

<223> n = g or a 



<220> 

<2 21> modif ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> n = t or c 



<220> 

<22 1> modif ied_base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> modif ied_base 

<222> (24 ) . . (24 ) 

<223> i 



<220> 

<221> misc_feature 

<222> (25) . . (25) 

<223> n = c or t 



<220> 

<221> rnodif ied_base 

<222> (27 ) . . (27 ) 

<223> i 



<220> 

<221> modif ied_base 

<222> (30) . . (30) 

<223> i 



<400> 38 

aantanttnn tnntnaanct ngcnntngcn 

<210> 39 

<211> 32 

<212> DNA 

<213> artificial - primer A3 



<220> 



<22 1> misc_f eature 
<222> (3) . . (4 ) 
<223> n = c or t 



<220> 

<22 1> mi sc_f eature 

<222> (5) . . (5) 

<223> n = a or t 



<220> 

<22 1> modif ied_base 

<222> (6) . . (6) 

<223> i 



<220> 

<221> misc_feature 

<222> ( 9) . . (9) 

<223> n = c or t 



<220> 

<221> mi sc_f eature 

<222> (10) . . (10) 

<223> n = c or a 



<220> 

<221> modif ied_base 

<222> (12) . . (12) 

<223> i 



<220> 

<221> modif ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_feature 

<222> ( 16) . . (16) 

<223> n = a or t 



<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> i 



<220> 

<221> modif ied_base 

<222> (21) . . (21) 

<223> i 



<220> 
<221> 
<222> 
<223> 



modi f ied_base 
(24) . . (24) 
i 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(26) . . (26) 
n = c or g 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(27) . . (27) 



<220> 
<221> 
<222> 
<223> 



modi f ie debase 
(30) . . (30) 
i 



<400> 39 

aannnnttnn tnatnncnct ngcntnngcn ga 



32 



<210> 
<211> 
<212> 
<213> 



40 
32 
DNA 

artificial 



primer A4 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(1) . . (1) 
n = c or a 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(3) . . (3) 

i 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(6) . . (6) 

i 



<220> 
<221> 
<222> 
<223> 



misc__f eature 
(7) . . (7) 
n = t or c 



<220> 
<221> 



modified base' 



29 



I 
i 



<222> 
<223> 



(9) . . (9) 

i 



<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> n = c or t 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n = c or t 



<220> 

<221> rnodif ied_base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> misc_f eature 

<222> (22) . . (22) 

<223> n = a or t 



<220> 

<221> misc_feature 

<222> (23) . . (23) 

<223> n = c or g 



<220> 

<221> misc_feature 

<222> (24) . . (24) 

<22 3> n = c or t 



<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n = c or t 



<220> 

<221> modif ied_base 

<222> (30) . . (30) 

<223> i 



<400> 40 

ngnttnntna tgtgnaanct nnnnttngcn 

<210> 41 
<211> 32 
<212> DNA 



<213> artificial - primer 

<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> i 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> i 



<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n = t or c 



<220> 

<221> modif ied_base 

<222> (12) . . (12) 

<223> i 



<220> 

<221> modif ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_feature 

<222> (18) . . (19) 

<223> n = t or c 



<220> 

<221> modif ied__base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> misc_feature 

<222> (22) . . (22) 

<223> n = a or t 



<220> 

<221> misc_f eature 

<222> (23) . . (23) 

<223> n = c or g 



<220> 

<221> modif ied_base 
<222> (24 ) . . (24 ) 



<223> 



i 



<220> 

<221> modif ied_base 

<222> (27 ) . . (27 ) 

<223> i 



<220> 

<221> modif ied__base 

<222> (30) . . (30) 

<223> i 

<400> 41 

acngtntana tnacncannt nnnnatngcn ga 32 

<210> 42 

<211> 33 

<212> DNA 

<213> artificial - primer Bl 
<220> 

<221> modif ied_base 

<222> (4 ) . . (4) 

<223> i 



<220> 

<221> misc_feature 

<222> (5) . . (5) 

<223> n = c or t 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n = g or t 



<220> 

<221> misc_f eature 

<222> (7) . . (7) 

<223> n = g or a 



<220> 

<2 21> modif ied_base 

<222> (13) . . (13) 

<223> i 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a or t 
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<220> 
<221> 
<222> 
<223> 



modif ied_base 
(16) . . (16) 
i 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(17) . . (18) 
n = a or c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(19) . . (19) 
n = a or g 



<220> 
<221> 
<222> 
<223> 



modi f ied_base 
(22) . . (22) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(24) . . (24 ) 
n = t or c 



<220> 
<221> 
<222> 
<223> 



modi f ied_base 
(25) . . (25) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(27) . . (27) 
n - t or c 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(28) . . (28) 
i 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(31) . . (31) 
n = g or a 



<400> 42 

ctgnnnnttc atnannnnnt anannanngg ntt 



33 



<210> 
<211> 
<212> 
<213> 



43 
31 
DNA 

artificial 



- primer B2 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(1) . . (1) 
n = g or t 



<220> 
<221> 
<222> 
<223> 



misc feature 



(2) . 
n = 



■ (2) 
g or a 



<220> 
<221> 
<222> 
<223> 



misc feature 



(4 ) . 
n ~ 



(4) 

g or c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(5) . . (5) 
n = g or a 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(8) . . (8) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(11) - - (ID 
n = g or a 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(14) . . (14) 
n = g or a 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(17) . . (17) 
n = g or a 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(20) . . (20) 
i 



34 



<220> 

<221> modif ied__base 

<222> (23) . . (23) 

<223> i 



<220> 

<221> modi f ied_base 

<222> (26) . . (26) 

<223> i 



<220> 

<221> misc_f eature 

<222> (29) . . (29) 

<223> n = g or a 

<400> 43 

nntnnttnag ncancantan atnatnggnt 

<210> 44 

<211> 32 

<212> DNA 

<213> artificial - primer B3 
<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> i 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n - g or a 



<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n = g or a 



<220> 

<221> modif ied_base 

<222> (12) . . (12) 

<223> i 



<220> 

<221> modif ied__base 

<222> (15) . . (15) 

<223> i 



<220> 
<221> 



rtiisc feature 



<222> (18) . . (18) 
<223> n = g or a 



<220> 

<221> modif ied_base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> modif ied_base 

<222> (24) . . (24) 

<223> i 



<220> 

<221> modif ied_base 

<222> {27 ) . . (27) 

<223> i 



<220> 

<221> misc_feature 

<222> (30) . . (30) 

<223> n = g or a 

<400> 44 

tcnatnttna angtngtnta natnatnggn tt 32 

<210> 45 

<211> 32 

<212> DNA 

<213> artificial - primer B4 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> n = c or t 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> i 



<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n = g or a 



<220> 

<221> modif ied_base 

<222> (12) . . (12) 

<223> i 
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<220> 

<221> modif ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n = g or a 



<220> 

<221> modif ied_base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> misc^feature 

<222> (24 ) . . (24 ) 

<22 3> n = g or a 



<220> 

<221> modif ied_base 

<222> (27) . . (27) 

<223> i 



<220> 

<221> misc_feature 

<222> (30) . . (30) 

<223> n = g or a 

<400> 45 

gcnttngtna anatngcnta nagnaanggn tt 32 

<210> 46 

<211> 32 

<212> DNA 

<213> artificial - primer B5 
<220> 

<221> misc_feature - 

<222> (3) . . (3) 

<223> n = a or g 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> i 
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<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n - a or g 



<220> 

<221> misc_f eature 

<222> (10) . . (10) 

<223> n = c or g 



<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> n = a or t 



<220> 

<221> modified base 

<222> (12) . . (12) 

<223> i 



<220> 

<221> modi f ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_f eature 

<222> (16) . . (16) 

<223> n = g or c 



<220> 

<221> misc__f eature 

<222> (18) . . (18) 

<223> n = g or a 



<220> 

<221> modi f ied_base 

<222> (21) . . (21) 

<223> i 



<220> 

<221> misc_feature 

<222> (24 ) . . (24 ) 

<223> n = g or c 



<220> 

<221> modif ied_base 

<222> (26) . . (27) 

<223> i 



<220> 

<221> misc_f eature 

<222> (30) . . (30) 

<223> n = a or g 



<400> 46 

aantcnggnn nncgnnanta natnannggn tt 



32 



<210> 
<211> 
<212> 
<213> 



47 
32 
DNA 

artificial 



- primer B6 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(1) . . (1) 
n = g or c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(2) . . (2) 
n = a or t 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(3) . . (3) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(4) . . (4) 

n = g or c 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(5) . . (5) 
n = a or t 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(6) . . (6) 
i 



<2 2 0> 
<221> 
<222> 
<223> 



modif ied_ba.rse 
(9) . . (9) 
i 



<220> 
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I* 

<221> misc_f eature 
<222> (12) . . (12) 
<223> n = a or g 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(15) . . (15) 
n = a or g 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(18) . . (18) 
n = a or g 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(21) . . (21) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(24) . . (24) 
n = a or g 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(27) . . (21) 
i 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(30) . . (30) 
n = g or a 



<400> 47 

nnnnnnccna cnaanaanta natnaanggn tt 



32 



<210> 
<211> 
<212> 
<213> 



48 
23 
DNA 

artificial 



- primer PI 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(6) . . (6) 
i 



<220> 
<221> 
<222> 



mi sc__f eature 
(9) . . (9) 
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<223> 



n - t or c 



<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n = t or c 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> n = a or c 



<220> 

<221> modif ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n = t or c 



<220> 

<221> modif ied_base 

<222> (21) . . (21) 

<223> i 



<400> 48 

atggcntang anngntangt ngc 

49 
29 
DNA 

artificial - primer 

modi f ied_base 
(3) . . (3) 

i 



mi sc_f eature 
(5) . . (5) 
n = g or a 



modif ied_base 
(6) . . (6) 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<22 3> 



<220> 

<221> misc_f eature 

<222> (7) . . (7) 

<223> n = g or c 



<220> 

<221> misc_feature 

<222> (8) . . (8) 

<223> n = a or t 



<220> 

<221> modi f ied_base 

<222> ( 9) . . (9) 

<223> r 



<220> 

<221> modi f ied_base 

<222> (12) . . (12) 

<223> i 



<220> 

<221> misc_feature 

<222> (14) . . (14) 

<223> n = t or c 



<220> 

<221> modi f ied_base 

<222> (15) . . (15) 

<223> i 



<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> n = g or c 



<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> n = a or t 



<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> i 



<220> 

<221> misc_f eature 

<222> (20) . . (20) 

<223> n = g or a 



<220> 

<221> mi sc_f eature 

<222> (21) . . (21) 

<223> n = g or a 



<220> 

<221> modif ied_base 

<222> (24 ) . . {24 ) 

<223> i 



<220> 

<221> misc_feature 

<222> (25) . . (25) 

<223> n = g or c 



<220> 

<221> misc_feature 

<222> (26) . . (26) 

<223> n - a or t 



<220> 

<221> modif ied_base 

<222> (27 ) . . (27 ) 

<223> i 



<220> 

<221> misc_f eature 

<222> (28) . . (28) 

<223> n = g or c 

<400> 49 

aanannnnna cnannnnnan ntgnnnnnc 

<210> 50 

<211> 6 

<212> PRT 

<213> artificial - motif 

<400> 50 

Lys lie Val Ser Ser lie 
1 5 

<210> 51 

<211> 6 

<212> PRT 

<213> artificial - motif 



<400> 51 



Arg lie Val Ser Ser lie 
1 5 



<210> 52 

<211> 6 

<212> PRT 

<213> artificial - motif 

<400> 52 

His lie Thr Cys Ala Val 
1 5 

<210> 53 

<211> 6 

<212> PRT 

<213> artificial - motif 

<400> 53 

His lie Thr Trp Ala Val 
1 5 

<210> 54 

<211> 19 

<212> PRT 

<213> Rattus sp. 

<400> 54 

Leu Ser Lys Glu Asp Cys Ser Gly Phe Ser Asp Val His Cys Gly Tyr 
15 10 15 

Ser Asp Ala 



<210> 55 

<211> 9 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (2) . . (7) 

<223> x = unknown 



<400> 55 

Leu Xaa Xaa Pro Met Tyr Xaa Phe Leu 
1 5 

<210> 56 

<211> 9 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

44 



<222> (2) . . (2) 
<223> X = H or Q 



<220> 

<221> VARIANT 

<222> (3) . . (3) 

<223> X = K or M or T 



<220> 

<221> VARIANT 

<222> (7) . . (7) 

<223> X = F or L 



<400> 56 

Leu Xaa Xaa Pro Met Tyr Xaa Phe Leu 
1 5 

<210> 57 

<211> 10 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (2) . . (7) 

<223> X = UNKNOWN 



<400> 57 

Met Xaa Tyr Asp Arg Xaa Xaa Ala lie Cys 
15 10 

<210> 58 

<211> 10 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (2) . . (2) 

<223> X = A OR S 



<220> 

<221> VARIANT 

<222> (6) . . (6) 

<223> X = F OR Y 



<220> 

<221> VARIANT 

<222> (7) . . (7) 

<223> X = L or V 
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<400> 58 



Met Xaa Tyr Asp Arg Xaa Xaa Ala lie Cys 
15 10 



<210> 
<211> 
<212> 
<213> 



59 
7 

PRT 

Artificial 



- motif 



<220> 
<221> 
<222> 



UNSURE 
(3) . . (4) 



<223> X 



Unknown 



<400> 59 

Asp Arg Xaa Xaa Ala lie Cys 
1 5 



<210> 
<211> 
<212> 
<213> 



60 
7 

PRT 

Art i f icial 



- motif 



<220> 
<221> 
<222> 
<223> 



VARIANT 
(3) . . (3) 
X — F or Y 



<220> 
<221> 
<222> 
<223> 



VARIANT 
{4 ) . . (4) 
X = L or V 



<400> 60 

Asp Arg Xaa Xaa Ala lie Cys 
1 5 



<210> 
<211> 
<212> 
<213> 



61 
9 

PRT 

Artificial 



motif 



<220> 
<221> 
<222> 
<223> 



UNSURE 
(2), . (7) ■ 
X = Unknown 



.<2 20> 
<221> 
<222> 
<223> 



VARIANT 
(1) . . CD 
X = K or R 
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ii 'fcftjitf 



<400> 61 



Xaa Xaa Phe Ser Thr Cys Xaa Ser His 
1 5 

<210> 62 

<211> 9 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (1) . . (1) 

<223> X = K or R 



<220> 

<221> VARIANT 

<222> (2) . . (2) 

<223> X - A or I or S or V 



<220> 

<221> VARIANT 

<222> (7) . . (7) 

<223> X = A or G or S 



<400> 62 

Xaa Xaa Phe Ser Thr Cys Xaa Ser His 
1 5 

<210> 63 

<211> 7 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (5) . . (5) 

<223> X = Unknown 



<400> 63 

Phe Ser Thr Cys Xaa Ser His 
1 5 

<2'10> 64 

<211> .7 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (5) . . (5) 

47 



<223> X = A or G or S 



<400> 64 

Phe Ser Thr Cys Xaa Ser His 
1 5 

<210> 65 

<211> 12 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (2) . . (9) 

<223> X = Unknown 



<400> 65 

Pro Xaa Xaa Asn Pro Xaa lie Tyr Xaa Leu Arg Asn 
15 10 

<210> 66 

<211> 12 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (2) . . (2) 

<223> X - M or L or V 



<220> 

<221> VARIANT 

<222> (3) . . (3) 

<223> X = F or L or V 



<220> 

<221> VARIANT 

<222> (6) . . (6) 

<223> X = F or I 



<220> 

<221> VARIANT 

<222> (9) . . (9) 

<223> X = C or S or T 



<400> 66 

Pro Xaa Xaa Asn Pro Xaa lie Tyr Xaa Leu Arg Asn 
15 10 

<210> 67 

48 



<211> 8 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (2) . . (6) 

<223> X = Unknown 



<400> 67 

Pro Xaa Xaa Asn Pro Xaa lie Tyr 
1 5 

<210> 68 

<2.11> 8 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (2) . . (2) 

<223> X = M or L or V 



<220> 

<221> VARIANT 

<222> (3) . . (3) 

<223> X = F or L or V 



<220> 

<221> VARIANT 

<222> (6) . . (6) 

<223> X - F or I 



<400> 68 

Pro Xaa Xaa Asn Pro Xaa lie Tyr 
1 5 

<210> 69 

<211> 9 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> UNSURE 

<222> (3) . . (6) 

<223> X = Unknown 



<400> 69 

Asn Pro Xaa lie Tyr Xaa Leu Arg Asn 

1 5 ' 



49 



<210> 70 

<211> 9 

<212> PRT 

<213> Artificial - motif 
<220> 

<221> VARIANT 

<222> (3) . . (3) 

<223> X = F or I 



<220> 

<221> VARIANT 

<222> (6) . . (6) 

<223> X = C or S or T 



<400> 70 

Asn Pro Xaa lie Tyr Xaa Leu Arg Asn 
1 5 

<210> 71 
<211> 333 
<212> PRT 

<213> Rattus sp. F3 
<400> 71 

Phe Leu Leu Leu Gly 
15 

Tyr Gly Leu Phe Leu 
30 

Ser He He Val Ala 
45 

Tyr Phe Phe Leu Ser 
60 

Thr Thr Val Pro Lys 
80 

lie Thr Tyr Ala Gly 
95 

Val Glu Leu Asp Asn 
110 

Val Ala He Cys His 
125 

Leu Cys Gly Phe Leu 
140 

Ala Leu Phe Gin Ser 
160 



Met Asp Ser Ser Asn Arg Thr Arg Val Ser Glu 
15 10 

Phe Val Glu Asn Lys Asp Leu Gin Pro Leu He 
20 25 

Ser Met Tyr Leu Val Thr Val He Gly Asn He 
35 40 

He He Ser Asp Pro Cys Leu His Thr Pro Met 
50 55 

Asn Leu Ser Phe Val Asp He Cys Phe He Ser 
65 70 75 

Met Leu Val Asn He Gin Thr Gin Asn Asn Val 
85 90 

Cys He Thr Gin He Tyr Phe Phe Leu Leu Phe 
100 105 

Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr 
115 120 

Pro Met His Tyr Thr Val He Met Asn Tyr Lys 
130 135 

Val Leu Val Ser Trp He Val Ser Val Leu His 
145 150 155 



50 



Leu Met Met Leu Ala Leu Pro Phe Cys Thr His Leu Glu lie Pro His 
165 170 175 



Tyr Phe Cys Glu Pro Asn Gin Val 
180 

Phe Leu Asn Asp Leu Val lie Tyr 

195 200 

Val Pro Leu Ala Gly lie Phe Tyr 

210 215 



lie Gin Leu Thr Cys Ser Asp Ala 

185 190 

Phe Thr Leu Val Leu Leu Ala Thr 
205 

Ser Tyr Phe Lys lie Val Ser Ser 

220 



lie Cys Ala lie Ser Ser Val His Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ser Val Val Ser Leu Phe Tyr Cys Thr Gly Leu 
245 250 255 

Gly Val Tyr Leu Ser Ser Ala Ala Asn Asn Ser Ser Gin Ala Ser Ala 
260 265 270 

Thr Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Val Asn Pro Phe 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Ser Val Leu Lys Lys Thr 
290 295 300 

Leu Cys Glu Glu Val lie Arg Ser Pro Pro Ser Leu Leu His Phe Phe 
305 310 315 320 

Leu Val Leu Cys His Leu Pro Cys Phe lie Phe Cys Tyr 
325 330 

<210> 72 
<211> 313 
<212> PRT 

<213> Rattus sp. F5 
<400> 72 

Met Ser Ser Thr Asn Gin Ser Ser Val Thr Glu Phe Leu Leu Leu Gly 
15 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin Gin Leu Leu Phe Leu Leu Phe Leu 
20 25 30 

lie Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala 
35 40 45 

lie Gly Thr Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Val Leu Ala Asn His lie Leu Gly Ser Gin Ala lie Ser Phe Ser Gly 
85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Ala Val Phe Gly Asn Met Asp Asn 



100 



105 



110 



Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Val Ala lie Cys His 
115 120 125 

Pro Leu His Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu 
130 135 140 

Val Val Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His lie 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met lie Pro His 
165 170 175 

Phe Phe Cys Asp Gly Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 

His Leu Asn Glu Leu Met lie Leu Thr Glu Gly Ala Val Val Met Val 
195 200 205 

Thr Pro Phe Val Cys lie Leu lie Ser Tyr lie His lie Thr Cys Ala 
210 215 220 

Val Leu Arg Val Ser Ser Pro Arg Gly Gly Trp Lys Ser Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Val lie 
245 250 255 

Ala Val Tyr Phe Asn Pro Ser Ser Ser His Leu Ala Gly Arg Asp Met 
260 265 270 

Ala Ala Ala Val Met Tyr Ala Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

lie Tyr Ser Leu Arg Asn Ser Asp Met Lys Ala Ala Leu Arg Lys Val 
290 295 300 

Leu Ala Met Arg Phe Pro Ser Lys Gin 
305 310 

<210> 73 
<211> 311 
<212> PRT 

<213> Rattus sp. F6 
<400> 73 

Met Ala Trp Ser Thr Gly Gin Asn Leu Ser Thr Pro Gly Pro Phe lie 
15 10 15 

Leu Leu Gly Phe Pro Gly Pro Arg Ser Met Arg lie Gly Leu Phe Leu 
20 25 30 

Leu Phe Leu Val Met Tyr Leu Leu Thr Val Val Gly Asn Leu Ala lie 
35 40 45 

lie Ser Leu Val Gly Ala His Arg Cys Leu Gin Thr Pro Met Tyr Phe 
50 55 60 

52 



Phe Leu Cys Asn Leu Ser Phe Leu Glu lie Trp Phe Thr Thr Ala Cys 
65 70 75 80 



Val Pro Lys Thr Leu Ala Thr Phe Ala Pro Arg Gly Gly Val lie Ser 
85 90 95 

Leu Ala Gly Cys Ala Thr Gin Met Tyr Phe Val Phe Ser Leu Gly Cys 
100 105 110 

Thr Glu Tyr Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala 
115 120 125 

lie Cys Leu Pro Leu Arg Tyr Gly Gly lie Met Thr Pro Gly Leu Ala 
130 135 140 

Met Arg Leu Ala Leu Gly Ser Trp Leu Cys Gly Phe Ser Ala lie Thr 
145 150 155 160 

Val Pro Ala Thr Leu lie Ala Arg Leu Ser Phe Cys Gly Ser Arg Val 
165 170 175 

lie Asn His Phe Phe Cys Asp lie Ser Pro Trp lie Val Leu Ser Cys 
180 185 190 

Thr Asp Thr Gin Val Val Glu Leu Val Ser Phe Gly lie Ala Phe Cys 
195 200 205 

Val lie Leu Gly Ser Cys Gly lie Thr Leu Val Ser Tyr Ala Tyr lie 
210 215 220 

lie Thr Thr lie lie Lys lie Pro Ser Ala Arg Gly Arg His Arg Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Leu lie Trp Tyr Gly 
245 250 255 

Ser Thr lie Phe Leu His Val Arg Thr Ser Val Glu Ser Ser Leu Asp 
260 265 270 

Leu Thr Lys Ala lie Thr Val Leu Asn Thr lie Val Thr Pro Val Leu 
275 280 285 

Asn Pro Phe lie Tyr Thr Leu Arg Asn Lys Asp Val Lys Glu Ala Leu 
290 295 300 

Arg Arg Thr Val Lys Gly Lys 
305 310 

<210> 74 
<211> 317 
<212> PRT 

<213> Rattus sp. F12 
<400> 74 

Met Glu Ser Gly Asn Ser Thr Arg Arg Phe Ser Ser Phe Phe Leu Leu 
15 10 15 



53 



Gly Phe Thr Glu Asn Pro Gin Leu His Phe Leu lie Phe Ala Leu Phe 
20 25 30 



Leu Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Met 
35 40 45 

Ala lie lie Thr Gin Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ala Asn Leu Ser Phe Val Asp lie Cys Phe Thr Ser Thr Thr lie Pro 
65 70 75 80 

Lys Met Leu Val Asn lie Tyr Thr Gin Ser Lys Ser lie Thr Tyr Glu 
85 90 95 

Asp Cys lie Ser Gin Met Cys Val Phe Leu Val Phe Ala Glu Leu Gly 
100 105 110 

Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Asn Cys 
115 120 125 

His Pro Leu Cys Tyr Thr Val lie Val Asn His Arg Leu Cys lie Leu 
130 135 140 

Leu Leu Leu Leu Ser Trp Val lie Ser lie Phe His Ala Phe lie Gin 
145 150 155 160 

Ser Leu lie Val Leu Gin Leu Thr Phe Cys Gly Asp Val Lys lie Pro 
165 170 175 

His Phe Phe Cys Glu Leu Asn Gin Leu Ser Gin Leu Thr Cys Ser Asp 
180 185 190 

Asn Phe Pro Ser His Leu lie Met Asn Leu Val Pro Val Met Leu Ala 
195 200 205 

Ala lie Ser Phe Ser Gly lie Leu Tyr Ser Tyr Phe Lys lie Val Ser 
210 215 220 

Ser lie His Ser lie Ser Thr Val Gin Gly Lys Tyr Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Leu Ser lie Val Ser Leu Phe Tyr Ser Thr Gly 
245 250 255 

Leu Gly Val Tyr Val Ser Ser Ala Val Val Gin Ser Ser His Ser Ala 
260 265 270 

Ala Ser Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 

Phe lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Arg Ala Leu Glu Arg 
290 295 300 

Leu Leu Glu Gly Asn Cys Lys Val His His Trp Thr Gly 
305 310 315 

<210> 75 
<211> 310 

54 



<212> PRT 

<213> Rattus sp. 13 



<400> 75 

Met Asn Asn Gin Thr Phe lie Thr Gin Phe Leu Leu Leu Gly Leu Pro 
15 10 15 

lie Pro Glu Glu His Gin His Leu Phe Tyr Ala Leu Phe Leu Val Met 
20 25 30 

Tyr Leu Thr Thr lie Leu Gly Asn Leu Leu lie lie Val Leu Val Gin 
35 40 45 

Leu Asp Ser Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu 
50 55 60 

Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys Leu Leu 
65 70 75 80 

Gin Asn Met Arg Ser Gin Asp Thr Ser lie Pro Tyr Gly Gly Cys Leu 
85 90 95 

Ala Gin Thr Tyr Phe Phe Met Val Phe Gly Asp Met Glu Ser Phe Leu 
100 105 110 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe Pro Leu 
115 120 125 

His Tyr Thr Ser lie Met Ser Pro Lys Leu Cys Thr Cys Leu Val Leu 
130 135 140 

Leu Leu Trp Met Leu Thr Thr Ser His Ala Met Met His Thr Leu Leu 
145 150 155 160 

Ala Ala Arg Leu Ser Phe Cys Glu Asn Asn Val Val Leu Asn Phe Phe 
165 170 175 

Cys Asp Leu Phe Val Leu Leu Lys Leu Ala Cys Ser Asp Thr Tyr lie 
180 185 190 

Asn Glu Leu Met lie Phe lie Met Ser Thr Leu Leu lie lie lie Pro 
195 200 205 

Phe Phe Leu lie Val Met Ser Tyr Ala Arg lie lie Ser Ser lie Leu 
' 210 215 220 

Lys Val Pro Ser Thr Gin Gly lie Cys Lys Val Phe Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr lie lie Gly Leu 
245 250 255 

Tyr Leu Cys Pro Ala Gly Asn Asn Ser Thr Val Lys Glu Met Val Met 
260 265 270 

Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr 
275 280 285 



55 



Ser Leu Arg Asn Arg Asp Met Lys Arg Ala Leu lie Arg Val lie Cys 
290 295 300 



Ser Met Lys lie Thr Leu 
305 310 

<210> 76 
<211> 327 
<212> PRT 

<213> Rattus sp. 17 
<400> 76 

Met Glu Arg Arg Asn His Ser Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 

Gly Phe Pro Ala Pro Ala Pro Leu Arg Val Leu Leu Phe Phe Leu Ser 
20 25 30 

Leu Leu Asp Tyr Val Leu Val Leu Thr Glu Asn Met Leu lie lie lie 
35 40 45 

Ala lie Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 

Ala Asn Met Ser Phe Leu Glu lie Trp Tyr Val Thr Val Thr lie Pro 
65 70 75 80 

Lys Met Leu Ala Gly Phe lie Gly Ser Lys Glu Asn His Gly Gin Leu 
85 90 95 

lie Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 110 

Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 

Val Ala lie Cys His Pro Leu His Tyr Pro Val lie Val Ser Ser Arg 
130 135 140 

Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly lie 
145 150 155 160 

Ser Met Val Lys Val Phe Leu lie Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 

Asn Thr lie Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 

Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe Val Leu Ala 
195 200 205 

lie Phe lie Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 

Ala lie Thr Gly Ala Val Met Arg lie Pro Ser Ala Ala Gly Arg His 
225 230 235 240 



Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val lie lie Phe 

56 



245 



250 



255 



Tyr Ala Ala Ser lie Phe lie Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 

Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val lie Val Pro 
275 280 285 

Leu Phe Asn Pro lie lie Tyr Cys Leu Arg Asn Gin Asp Val Lys Arg 
290 295 300 

Ala Leu Arg Arg Thr Leu His Leu Ala Gin Asp Gin Glu Ala Asn Thr 
305 310 315 320 

Asn Lys Gly Ser Lys lie Gly 
325 

<210> 77 
<211> 312 
<212> PRT 

<213> Rattus sp. 18 
<400> 77 

Met Asn Asn Lys Thr Val lie Thr His Phe Leu Leu Leu Gly Leu Pro 
15 10 15 

lie Pro Pro Glu His Gin Gin Leu Phe Phe Ala Leu Phe Leu lie Met 
20 25 30 

Tyr Leu Thr Thr Phe Leu Gly Asn Leu Leu lie Val Val Leu Val Gin 
35 40 45 

Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu 
50 55 60 

Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Leu Lys Leu Leu 
65 70 75 80 

Gin Asn lie Gin Ser Gin Val Pro Ser lie Ser Tyr Ala Gly Cys Leu 
85 90 95 

Thr Gin He Phe Phe Phe Leu Leu Phe Gly Tyr Leu Gly Asn Phe Leu 
100 105 110 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu 
115 120 125 

His Tyr Thr Asn He Met Ser His Lys Leu Cys Thr Cys Leu Leu Leu 
130 135 140 

Val Phe Trp He Met Thr Ser Ser His Ala Met Met His Thr Leu Leu 
145 150 155 160 

Ala Ala Arg Leu Ser Phe Cys Glu Asn Asn Val Leu Leu Asn Phe Phe 
165 170 175 

Cys Asp Leu Phe Val Leu Leu Lys Leu Ala Cys Ser Asp Thr Tyr Val 
180 185 190 
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• # 

Asn Glu Leu Met lie His lie Met Gly Val lie lie lie Val lie Pro 
195 200 205 

Phe Val Leu lie Val lie Ser Tyr Ala Lys lie lie Ser Ser lie Leu 
210 215 220 

Lys Val Pro Ser Thr Gin Ser lie His Lys Val Phe Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr lie lie Gly Leu 
245 250 255 

Tyr Leu Cys Pro Ser Gly Asp Asn Phe Ser Leu Lys Gly Ser Ala Met 
260 265 270 

Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe lie Tyr 
275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Gin Ala Leu lie Arg Val Thr Cys 
290 295 300 

Ser Lys Lys lie Ser Leu Pro Trp 
305 310 

<210> 78 
<211> 314 
<212> PRT 

<213> Rattus sp. 19 
<400> 78 

Met Thr Arg Arg Asn Gin Thr Ala lie Ser Gin Phe Phe Leu Leu Gly 
15 10 15 

Leu Pro Phe Pro Pro Glu Tyr Gin His Leu Phe Tyr Ala Leu Phe Leu 
20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu lie lie lie lie Leu 
35 40 45 

lie Leu Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Ala Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser lie Pro Tyr Ala Gly 
85 90 95 

Cys Leu Ala Gin lie Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly Asn 
100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 
115 120 125 

Pro Leu His Tyr Met Ser lie Met Ser Pro Lys Leu Cys Val Ser Leu 
130 135 140 
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m » 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Ser Val lie Pro His 
165 170 175 

Tyr Phe Cys Asp Met Ser Thr Leu Leu Lys Val Ala Cys Ser Asp Thr 
180 185 190 

His Asp Asn Glu Leu Ala lie Phe lie Leu Gly Gly Pro lie Val Val 
195 200 205 

Leu Pro Phe Leu Leu lie lie Val Ser Tyr Ala Arg lie Val Ser Ser 
210 215 220 

lie Phe Lys Val Pro Ser Ser Gin Ser lie His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val lie 
245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu Thr 
260 265 270 

Val Met Ser Leu Met Tyr Thr Met Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Asp Ala Leu Glu Lys lie 
290 295 300 

Met Cys Lys Lys Gin lie Pro Ser Phe Leu 
305 310 

<210> 79 
<211> 312 
<212> PRT 

<213> Rattus sp. 114 
<400> 79 

Met Thr Gly Asn Asn Gin Thr Leu lie Leu Glu Phe Leu Leu Leu Gly 
15 10 15 

Leu Pro lie Pro Ser Glu Tyr His Leu Leu Phe Tyr Ala Leu Phe Leu 
20 25 30 

Ala Met Tyr Leu Thr lie lie Leu Gly Asn Leu Leu lie He Val Leu 
35 40 45 

Val Arg Leu Asp Ser His Leu His Met Pro Met Tyr Leu Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Ser Tyr Thr Gly 
85 90 95 



Cys Leu Thr Gin Leu Tyr Phe Phe Met Val Phe Gly Asp Met Glu Ser 
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100 



105 



Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 
115 120 125 

Pro Leu Arg Tyr Thr Thr lie Met Ser Thr Lys Phe Cys Ala Ser Leu 
130 135 140 

Val Leu Leu Leu Trp Met Leu Thr Met Thr His Ala Leu Leu His Thr 
145 150 155 160 

Leu Leu lie Ala Arg Leu Ser Phe Cys Glu Lys Asn Val lie Leu His 
165 170 175 

Phe Phe Cys Asp lie Ser Ala Leu Leu Lys Leu Ser Cys Ser Asp lie 
180 185 190 

Tyr Val Asn Glu Leu Met lie Tyr lie Leu Gly Gly Leu lie lie lie 
195 200 205 

lie Pro Phe Leu Leu lie Val Met Ser Tyr Val Arg lie Phe Phe Ser 
210 215 220 

lie Leu Lys Phe Pro Ser lie Gin Asp lie Tyr Lys Val Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Thr Leu Phe Tyr Gly Thr lie Phe 
245 250 255 

Gly lie Tyr Leu Cys Pro Ser Gly Asn Asn Ser Thr Val Lys Glu lie 
260 265 270 

Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Arg Ala Leu lie Arg Val 
290 295 300 

lie Cys Thr Lys Lys lie Ser Leu 
305 310 

<210> 80 
<211> 314 
<212> PRT 

<213> Rattus sp. 115 
<400> 80 

Met Thr Glu Glu Asn Gin Thr Val lie Ser Gin Phe Leu Leu Leu Phe 
15 10 15 

Leu Pro lie Pro Ser Glu His Gin His Val Phe Tyr Ala Leu Phe Leu 
20 25 30 

Ser Met Tyr Leu Thr Thr Val Leu Gly Asn Leu lie lie lie lie Leu 
35 40 45 

lie His Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 
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V 



Asn Leu Ser Phe%er Asp Leu Cys Phe Ser Ser Val Ti'fr Met Pro Lys 

65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser lie Pro Phe Ala Gly 
85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Tyr Leu Tyr Phe Ala Asp Leu Glu Ser 
100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 
115 120 125 

Pro Leu His Tyr Met Ser lie Met Ser Pro Lys Leu Cys Val Ser Leu 
130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met lie Pro His 
165 170 175 

Phe Phe Cys Asp lie Ser Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 

His Val Asn Glu Leu Val lie Phe Val Met Gly Gly Leu Val lie Val 
195 200 205 

lie Pro Phe Val Leu lie lie Val Ser Tyr Ala Arg Val Val Ala Ser 
210 215 j 220 

lie Leu Lys Val Pro Ser Val Arg Gly lie His Lys lie Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu' Phe Tyr Gly Thr lie lie 
245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu Thr 
260 ' 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu lie Arg Val 
290 295 300 

Leu Cys Lys Lys Lys lie Thr Phe Cys Leu 
305 310 
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